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TCCATGCTGCACTGTGTGGCCAACCCCATCCTCTACAACTTTCTCAGCCCGAGCTTCCGGGG. 
CCGACTGCTGAGCCTTGTGGTTCGTTACCTTCCCAAGGAGCAGGCCAGGGCAGCAGGTGGTC 
GTGCCTCCTCTTCTTCTTCCACCCAGCACTCCATCATCATTACCAAAGAGGGCAGCCTGCCC 
GCTGCAGCGGATCTCCACACCCACCCCATCCGAAACGTTCAGGCGTCCTCTCCGCCTCCAAA 
CACCTCACCTACACTCTGCAATTCCGTAGCCAGCTAAGGTAGACTCTAGCTTCCTCCACCAA 
TAAGAAAGTTCAGAGGGGGATGCGAGAGGTCTGTGGGAGGGGGTGGGAAGGACTGGCTTGTT 
CAGGGCCAATTTAAGTATATCAAAACGTTGCTGTGGGGAGAGGGAAACGGTTCGGGAAGGAC 
AGAGAATGGATCTTTCCTTGATAGTACACTATTTGTTTGGGTACTGATGTCTAAGGGAGCCA 
CACCGGTGGGGCGTGGGGGGTGGGGAAGCG (SEQ ID NO : 1 ) 



underlined = deleted in targeting construct 

[ ]= sequence flanking Neo insert in targeting construct 



rTrrATCCTGCACTGTGTGGCCAACCCCATCCTCTAC] AACTTTCTCAGCCCGAGCTTCC 
GGGGCCGACTGCTGAGCCTTGTGGTTCGTTACCTTCCCAAGGAGCAGGCCAGGGCAGCAG 
GTGGTCGTGCCTCCTCTTC [TTCTTCCACCCAGCACTCCATCATCATTACCAAAGAGGGC 
AGCCTGCCCGCTGCAGCGGATCTCCACACCCACCCCATCCGAAACGTTCAGGCGTCCTCT 
C C GC C TC C AAAC AC C TC AC C T AC AC T C T G C AATTC C GT AGC C AG C T AAGGT AGAC T C TAG 
CTTCCTCCACCAATAAGAAAGTTCAGAGGGGGATGCGAGAGGTCTGTGGGAGGGGGTGGG 
AAGGACTGGCTTGTTCAGGGCCAATTTAAGTATATCAAAACGTTGCTGTGGGGAGAGGGA 
AAC GGTTC GGGAAGGAC AGAGAATGGATC TTTC C TTGAT AGTAC AC TATTTGTTTGGGTA 
C TG ATGTC TAAGGGAGC C AC AC C GGTGGGGC GTGGGGGGTGGGGAAGC G ] 
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5 1 >GGCGCCACTGCCTGTTGATGT 
GGGCTTACATAGTTGTCTTTGCCA 
TCTGCTGGCTGCCCTACCAAGTGA 
CTATGCTGCTGCTCACTCTGCACG 
GGACCCACATCTTCCTCCACTGTC 
ACCTGGTTAACCTTCTCTACTTCT 
TCTACGAAATCATCGACTGCTTTT 
CCATGCTGCACTGTGTGGCCAACC 
CCATCCTCTAC<3 ' 
{ SEQ ID NO: 2) 



5 ' >TTCTTCCACCCAGCACTCCAT 
C ATC ATTACC AAAG AGGGC AGC C T 
GCCCGCTGCAGCGGATCTCCACAC 
C C AC C C CATC C GAAAC GTTCAGGC 
GTCCTCTCCGCCTCCAAACACCTC 
AC C T AC AC TC TGC AATTC TGT AGC 
C AGC T AAGGT AGAC TC TAGCTTC C 
TCCACCAACAAGAAAGTTCAGAGG 
GGGATGCGAGA<3 1 
(SEQ ID NO: 3 ) 
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